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Types of Searches and their Purposes

Basic Search:
The Basic Search functionality allow users to find data by providing basic information about
the gene. The system expects user to input following Information

1. Select the ARE Region of Interest, this can either be 3’'UTR ARE or Intron ARE records
user can select both if user wants to search based on both terms.

2. Selecting the Cluster Range from dropdown. Based on the type of ARE selected the
system will ask the user to specify the range of cluster, the default value is All.

3. Generic Keywords. These keywords can include

» Gene Symbols

Gene Ensembl ID

Gene Transcript ID

Start Location

End Location

Chromosome

YVV VYV V VY

Gene Synonyms (Aliases)
» Gene Description

Following screen shot shows how the basic search page Looks like when users wants to search
3’UTR ARE regardless of the Cluster and with Keywords TNF and NEK2

. | BRP Home  Home Basic Search Advance Search List Search About Help Older Versions @ uuuuuu
N

BASIC SEARCH 4 ' e

INSTRUCTIONS

= Select the ARE Region(s) of interest. [You can select Both]
= Select Cluster(s) of interest. [The default value is All]
= Specify Keyword(s). [Optional]

sel 'UTR Cluster:
4 FUTR ARE : Select 3'UTR Cluster

All

Intronic ARE :

Keyword(s):

ol Hit Enter After Adding Keywords. You can also paste excel cells

SEARCH

The Output table for a 3'UTR ARE search displays the following Information:



Gene Symbol, Ensembl Gene ID, definition, Ensembl Transcript ID, ARE Cluster, ARE Sequence,
ARE Start and end locations, a link to the ARESite and link to the details of the gene. If the ARE
is longer than 20 bases a link to ARE score is provided in the sequence pane.

@ BRP Home  Home Basic Search Advance Search List Search About Help Older Versions © RE Homs

H ELP & |NSTRUCT|ONS WHEN YOU OPEN HELP BUTTONS, CLICK THE BUTTONS AGAIN TO HIDE THE HELF

3'UTR ARE SEARCH RESULTS

| Print | PDF | Excel || csv | Column visibility | Search:
Gene & Ensembl Gene Ensembl Start End
Symbol (=] Definition Transcript ID Cluster Sequence Location Location ARE Site Link Details
NEK2 ENSGOOOO0117650 | NIMA related kinase 2 [SourcasHGNC ENSTODD00366998 1 CATTATTTATTIT = 238 251 Go 1o ARE Site DETAILS

SymbolAcCHGNC T745]

TNF ENSGOOOODZ28321 | tun r [ScurceHGNG ENSTODO0041 2275 3 ATTTATTTATTTA | 482 495 Go to ARE Site DETAILS
SymibalACCHGNC TTES]

Showing 1 to 2 of 2 entries Previous 1 MNext

User can also search Intron ARE Records by checking Intron ARE Checkbox and specifying
Cluster range

@ BRP Home  Home Basic Search Advance Search List Search About Help Older Versions RE Hems
BASIC SEARCH
INSTRUCTIONS

= Select the ARE Region(s) of interest. [You can select Both]
» Select Cluster(s) of interest. [The default value is All]
= Specify Keyword(s). [Optional]

3'UTR ARE :

: Select Intronic ARE Cluster
# Intronic ARE : I

Cluster 3 or More b

Keyword(s):

Cdorf22

Cdorfag Hit Enter After Adding Keywords. You can also paste excel cells

SEARCH



The output table for intronic AREs search displays the following Information: Gene Symbol,
Ensembl Gene ID, Definition, Ensemble Transcript ID, Start Position, End Position, Sequence,
Cluster, Chromosome, Gene Start, Gene End, Intron number, Intron Chr Start, Intron Chr End,

ARE Site, Details. If the ARE is larger than 20 bases a link to ARE score is provided in the
sequence pane.

@w Homs  Home | Basle Search Advance Search st Search i er Ve @) 25 neme

INTROMIC ARE SEARCH RESULTS : L \

.....

e S0  DeTLs |
188572822 4 5 S o= |
----- = s g = wancs (D

When both 3'UTR ARE and intronic ARE are selected, the output table is similar 3'UTR ARE
output search with an additional column entitled “Number of ARE(s) Intron(s)” that contains a
number and link to the intronic AREs of the gene. Moreover, in case if a particular gene only
exist in the Intron ARE then the system displays another grid showing list of Genes that exist
in Intron ARE only. In Following screen shot we are searching three Genes using their symbol.

1. NEK2: A gene that have one 3’UTR ARE record and 2 Intronic AREs
2. TNF: A gene that only have record in 3’UTR ARE and no record in Intronic ARE
3. APITD1: A gene that have no record in 3’"UTR ARE and two records in Intronic ARE

@wmm Home Basic Search Advance Search List Search Abou fer Versions :i,} aE ams

BASIC SEARCH .

INSTRUCTIONS

# FUTRARE:

¢ Intronic ARE :

Keyword(s):

Hit Enter Afler Adding Keywords. You can also paste excel cells



The Results will be displayed as follows

@W Home Home Basic Search Advance Search List Search About Help Older Versions @ RS Hems
HELP & INSTRUCTIONS when ¥0u GPEN HELP BUTTONS; CLICK THE BUTTONS AGAIN TO HIDE THE HELP

Download bath 3'UTR and Intron ARE In Excel Format | Hide No. of Intronic Records Column

3'UTR ARE SEARCH RESULTS

[ 1 1 [
| print || POF || Excel :| csv || column visibility | Search:
Gene ,  Ensembl Gene Ensembl Start End Number of ARE(s)
Symbol [[»] Definition Transcript 1D Cluster Sequence Location Location ARE 5ite Link Intron{s) Details
NEK2 ENSGOOODD117650 | NIMA related kinase 2 ENSTODO 599 1 CATTATTTATTTT | 238 251 Go to ARE Site | [Intron Recards DETAILS
[SourceHGNC = -

M,
SymbolAccHGNC7745] [

THE ENSGOOD00278321 ENSTOD000412275 | 3 ATTTATTTATTTA = 482 495 Go to ARE Site | [Intron Records DETAILS
Matching Criteria: 0]
racdalil, =

GENES THAT WERE FOUND ONLY IN INTRON ARE

| Print || PDF Excel

csv | Column visibility Search:
Gene Symbol . Ensembl Gene ID Number of ARE(s) - Intron(s) Matching Criteria
APITDT ENSGOOD00175279 [2]
Showing 1to 1 of 1 entries Previous 1 Next

As we can see a separate grid is loaded to show the genes that only exist in Intronic ARE.
Moreover, the NEK2 is displayed in the 3’UTR Results following with the link to 2 Intron
Records while TNF is being displayed in 3’UTR but has zero Intron ARE Records.

Note: If user wants to download records shown in the grid only, user can simply select any
export options as highlighted

3'UTR ARE SEARCH RESULTS

| Print || PDF || Excel || csv || Column visibility | -‘— Export Options with Column Visibility Control Search:
Gene ,  Ensembl Gene Ensembl Start End Number of ARE(s)
Symbol ] Definition Transcript ID Cluster Sequence Location Location ARE Site Link Intron{s) Details
MEK2 ENSGOO000117650 NIMA related kinase 2 ENSTODDOD360598 1 CATTATTTATTTT 238 3 Go o ARE Site [Intron Records DETAILS
[SourgecHGENC -

SymbolAccHGNC:7745)

THF ENSGO0DDD0228321 tumor necrosis factor EMSTODO00412275 3 ATTTATTTATTTA 482 495 Go to ARE Site [intron Records DETAILS
[Source-HGNC

Matchi riteria:
SymboAccHGMC11892) g 2 gt D]‘

Showing 1 to 2 of 2 entries Previous 1 Next



If the user wants to download the 3'UTR ARE results as well as Intron ARE then user can
download both ARE Records by clicking on the link highlighted in the following screen shot.

—
3'UTR ARE SEARCH RESULTS

| Print | | POF | Excel | sV | Column visibility | Search:
Gene Ensembl Gene Ensembl Start End Number of ARE(5)
Symbal ([} Definition Transcript 1D Cluster Sequence Location Location ARE Site Link Intron(s) Details
NEK2 ENSGDOOD01 17650 MiMA related kinase 2 ENSTODO00IGESSE 1 CATTATTTATTIT 238 251 G0 to ARE Site [intron Records DETAILS
[Source:HGNE
SymbaolAccHGNCTT45]
TNF ENSGDOO00228321 | tumor necrosis factor ENSTODOO0412275 3 ATTTATTTATTTA | 482 485 GO 16 ARE Site [intron Records DETAILS

[Sousrce:HGNG
SymbolAccHGNC:11852]

Showing 1 to 2 of 2 entries

Advance search option
In the advance search, the user is allowed to enter identifiers in 6 additional specified fields.
The output tables are identical to basic search.

@ BRP Home  Home Basic Search Advance Search List Search About Help Older Versions
%

" Lams

INSTRUCTIONS

Select the ARE Region(s) of interest. [You can select Both if you want]
Select Cluster(s) of interest. [The default value is All]

Specify Keyword(s) [Optional]

Specify Any of the Following fields [Optional]

Select 3'UTR Cluster:

Gene Symbol

Unigene Gene ID

GO Term Code

REFSEQ Accn

Entrenz Gene ID

SEARCH

¥ 3'UTR ARE :
Cluster 4 or More v
[ Intronic ARE :
Keyword(s): NIPALS Hit Enter After Adding Keywords. You can also paste excel cells
4
Ensembl Gene ID ENSG00000001461 Ensemble Transcript ID

NM_001278740




List Search:
List search allows user to define list of values and get results accordingly. User can specify
following types of Identifiers

Ensembl Gene ID
Ensemble Transcript ID
Ref Seq

Gene Symbol

Gene ID

vk wnNh e

Before identifying the list it's important for the user to select which ARE records user wants in
the results. In following Example user is defining the list of values in identifier list text box and
have chosen 3'UTR ARE Type.

@ BRP Home  Home Bask Search Advance Search List Search About Help

INSTRUCTIONS

= Select the ARE Region(s) of interest. [You can select Bath]
= Select identiflers
= Add List of Entrles. Copy comma seprated, space separated or excel column

T
2eac ipeoiath # FUTR ARE Intren ARE

Select Identifier Type:

Idemifiers' List: LRIGZ
LRIG3
LRP11
LRP12
LRP4
LRPS
|RPSI
LRPS

This is how the results will be displayed

LIST RESULTS

Print PDF Excel sy Column visibility Search:
JUTR
3'UTR ARE ARE

Gene Ensembl Gene Ensembl 3'UTR ARE UTR ARE Start End

Symbaol [:] Definition Transcript 1D Cluster Sequence Location Location ARE Site Link Detalls
LRIG2 ENSGO0000198799 o imrmuniglobulin ke domains 2 [SourceHENT ENSTO0000361127 | 1 TITTATITAAAGT 766 m Go o ARE Site DETAILS
LRIG3 ENSGOOOD0139263  leucine rich repeats ENSTOOD00320743 1 TTTTATTTAAAAG 47 €0 Go to ARE Site DETAILS
LAP11 ENSGOOOD01 20256 ( f PUOTEIN 11 (SOUFCAHGNL SyMBOtACCHGNC16935] ENSTO0D00239367 1 TATAATTTATACA a1 54 Go to ARE Site DETAILS
LRP12 EMSGOO0D0147650  LDL receptor related protein 12 [SourcesHGNC SymoakAccHGNC31708] ENSTOOD00424843 1 TCATATTTATTTG 1020 1033 Go to ARE Site m

LRP4 ENSGODOD0T34569 | LOL receptor refated protein & [SourceiMBNG SymbobAccHBNTB896) ENSTO0000378623 i GATAATTTAATAT 2082 2095 Go 10 ARE Site DETAILS



Details Page

The details page is based on following 4 Sections Basic Gene Details, Refseq, Entrez Gene ID
and Uni Gene

How to use ARE Site

i. User will Click Go to ARE Site based on the Record user is interested in

Link to ARE Site

Go to ARE Site > ENSG00000162104+1-,

ii. When user will click the button, System will automatically Copy Gene Ensembl
ID and will redirect user to ARE Site

iii. On ARE Site, user will select the Motifs of choice with other options and simply
paste the Ensembl Gene ID in the Enter your identifier of interest Text Box

Choose a species
i

Humar

Choose a region

Faste Toven, Culey
3UTR
Faste a3 plain texd!

Enter your identifier of interest
name)

ENSEMBL Xrsf: | FNSGOC000162104 S

_iript ID or

How to use ARE Scoring Site

i. This option is only available where pattern size is greater than or equal to 20
ii. User will click the view ARE Score and System Will Automatically Copy the
Pattern with the Required Format and will redirect user to ARE Scoring site.
iii. On ARE Scoring site, click on the Textbox and paste it. User can either use
ctrl + v or right click the mouse and select paste option.



Following screen shot shows how the Details Page Looks Like

@ BRP Home Home | BasicSearch | Advance Search | ListSearch | About  Help  Older Versions @ RG Homs
DETAILS FOR 3'UTR ARE : ENSEMBL GENE ID ENSG00000162104
Ensembl Gene ID ENSGO00000162104
Ensembl Transcript ID ENST00000294016
Gene Symbol ADCY9
Ensembl Definition adenylate cyclase 9 [Source:HGNC Symbol;Acc:HGNC:240]
Aliases AC9
Cluster Cluster 5
ARE Sequence ATTTATTTATTTATTTATTTA

VIEW SCORE

GO biosynthetic process, cell, cellular nitrogen compound metabolic process, cellular protein modification process, cytoplasm, cytosol, homeostatic

process, intracellular, ion binding, lyase activity, plasma membrane, protein complex, signal transduction, small molecule metabolic process,

Link to ARE Site Go to ARE Site > ENSG00000162104

Click here to Know How to use ARE Site

Ref Seq mRNA ID Description

NM_001116 Homo sapiens adenylate cyclase 9 (ADCY9), mRNA

Entrez Gene ID

15

Uni Gene ID Uni Gene Description

Hs.391860 Adenylate cyclase 9



Results Grid functionalities:

Column Visibility Functionality:

In the output table the user can use the column visibility functionality to customize his column
selection. In this example below, the user has un-selected Ensembl Definition, ARE Site link
and Details column of the grid and hence these columns will not be displayed.

Ensembl Gene ID

Definition

Ensembl Transcript

FUTR ARE Cluster
‘UTH ARE Sequemn

3'UTR ARE Start Lo}

3'UTR ARE End Locs

Gene Symbal

ARE Site Link

No. of Intronic ARES

Details

After Selection the following result will appear

Print _WH Excel || csv | Column visibility | Search:

3UTR ARE FUTR ARE
Ensembl Gene ID Ensembl Transcript ID FUTR ARE Cluster FUTR ARE Sequence Start Location End Location Gene Symbol
ENSG00000145416 ENST00000503008 1 TTATATTTATTTT 2 725 MARCHI
ENSGO0000186205 ENST00000266910 1 TTATATTTAATGA 2223 296 MARC!
ENSG00000085978 ENSTD0000347464 1 TITTATTTATTTC 1241 1254 ATGI6LL
ENSG00000125845 ENST00000378827 1 TTGTATTTATTTA 304 320 BMP2
ENSGO0000277632 ENST00000613922 2 TAATTTATTTATA 192 205 ceLs
ENSGO0000Z77336 ENST00000621340 2 TAATTTATTTATA 152 205 CCL3L3
ENSGO0000007306 ENSTO0000006724 2 CAATTTATTTATA 1373 1386 CEACAMT
ENSGO0000143702 ENSTO0000366544 2 TTATTTATTTATT 161 174 CEPIT0
ENSG00000174953 ENST00000496811 2 GTATTTATTTATA 3419 432 DHX36
E ENST 74 2 TTATTTATTTAAG 157 170 DUSPE

As we can see Description, ARE Site and Details Column aren’t visible Anymore.



Print Functionality: The Print Functionality will allow user to Print the Records Only. Other part
of the web page will be omitted.

. Print

Total: 154 sheets of paper
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In the above screen shot we can see the system is printing only the record section and not the
header footer or any other part of the web page

Export to PDF Functionality:
Exporting records to PDF is another key functionality the result Grid Offers to the users. With
simple Click of a button users can get the records list in the selected Format as shown below.

O e/ e Abdulie20New R 200 / Diavmiboads, Results 2045 ) pf

Results

Ensernbl Gene ID  Ensembl Transeript ID IUTR ARE Cluster  Gene Symbal
ENSGDOD00ITTES? ENSTOOOD0G1 3022 (e ]
ENSGO0000ZTTERS ENSTOOOODGE 1940 CCLILA
ENSGO0000ZZ9215 ENSTOOD0O551120 HLAA
ENSGOOO00ZIENTY ENSTOOOO0454783 (LY
EMSGOOO0020SETT  ENSTOOO0ME20138 HAMLY
EMSGOD000Z54453 ENSTOOODO5ITS92 SALLE
ENSGOOOOOTOSSTE ENSTOODONE0750 SERF1B
ENSGOO000ZIEIZT ENSTOOOO0M1227% THF
EMSGOO000Z0S00R ENSTOODONITEZ?D AARD
EHSGO0000TE500 ENSTOOOO0L68418 ACOO9336.19
ENSGO0000ZTEZS ENSTOOO0061 2865 ACOT 10431
ENSGOOO00ZE 1840 ENSTOOOOMEZRET AC 54455 2
EHSGOO000ZI00 ENSTOOO0M2306 ADSL
EM5SGO0000ZB0ZTI ENSTOODODGZZNZY AFI31EN6
ENSGOMO0IMIT0 ENSTOOOONIII69A4 AGPATT
ENSGOOO0OZISEE: ENSTOODOMITARTS ALKE#E

ENSCO0000ZINAST ENSTOOOOOTH094]3 AMBRDER




Exporting records to Excel:

=
sert  Page Layout

o PROTECTED VIEW Be careful—files from the Internet can contain viruses. Unless you need to edit, it's safer to stay in Protected View. Enable Editing x

AL = fe  Ensembl Gene ID v
A B c o] -

1 |Ensembl Gene 1D |Definition Ensembl Transcript 1D F'UTR ARE Cluster 3'UTR ARE Sequence

2 ENSGD0000277632 C-C motif chemokine ligand 3 [Source:HGNC Symbol;Acc:HGNC:10627) ENST00000613922 2 TAATTTATTTATA

3 ENSGO00000277336 C-C motif chemokine ligand 3 like 3 [Source:HGNC Symbel;Acc:HGNC:30554] ENSTOO0D00621940 2 TAATTTATTTATA

4 ENSGO0000229215 major histocompatibility complex, class |, A [Source:HGNC Symbaol;Ace:HGNC:4931] ENSTO0000551120 2 AAATTTATTTATG

5 ENSG00000226979 lymphatoxin alpha [Source:HGNC Symbol,Acc:HGNC:6709) ENST000004547832 2 TTATTTATTTATG

& ENSGO0000205531 nucleosome assembly protein 1 like 4 [Source:HGNC Symbol;Acc:HGNC:75640] ENST00000620138 2 ATATTTATTTATC

7 ENSGO0000256463 spalt like transcription factor 3 [Source:HGNC Symbol;Acc:HGNC:10527] ENSTOO000537592 2 TGATTTATTTATT

8 ENSGD0000205572 small EDRK-rich factor 1B [Source:HGNC Symbol;Acc:HGNC:10756] ENSTOO0D03E0750 2 TAATTTATTTATT

9 ENSG00000228321 tumor necrosis factor [Source:HGNC Symbol;Acc:HGNC:11892] ENSTO0000412275 3 ATTTATTTATTTA

10 ENSGO0000205002 alanine and arginine rich domain containing protein [Source:HGNC Symbol Acc:HGNC:33842] ENSTOO0000378279 1 AGTTATTTATTTG

11 ENSGO0000278500 0 ENSTO0000452418 1 CTTAATTTATATT

12 ENSGO0000276256 uncharacterized protein LOC389831 [Source:RefSeq peptide;Acc:NP_001229403] ENSTOO000612465 1 AATAATTTATAAG

13 ENSGO0000281840 0 ENSTOO000628671 1 TTATATTTATTIT

14 ENSGO0000239300 adenylosuccinate lyase [Source:HGNC Symbol;Ace:HGNC:291] ENSTOO000623063 1 TTTTATTTAAAAG

15 ENSGO00000220273 0 ENSTO0000622929 1 AAAAATTTATTCA

16 ENSGO0000204310 1-acylglyceral-3-phosphate O-acyltransferase 1 [Source:HGNC SymbolAcc:HGNC:324] ENST00000336984 1 TTTAATTTATTTC

17 ENSGO0OC 2 alkB F log 6 [Source:HGNC Symbeol;Acc:HGNC:28243) ENSTOO0D0378875 1 GGTTATTTATTIT

18 ENSGO0000230453 ankyrin repeat domain 188 [Source:HGNC Symbel;Acc:HGNC:23644] ENSTOO000290943 1 GTATATTTATATG

19 ENSGO0000276203 ankyrin repeat domain 20 family member A3 [Source:HGNC Symbol;Acc:HGNC:31981] ENSTOO0000611388 1 GAATATTTATATT

20 ENSGO0000251503 APITD1-CORT readthrough [Source:HGNC SymbolAcc:HGNC:38843] EN5ST0O000400900 1 TGTTATTTAAATT

21 ENSGO00000221963 apolipoprotein L6 [Source:HGNC Symbol Acc:HGNC:14870] ENSTO0000409652 1 GATAATTTATTAT

22 ENSGO0000213390 Rho GTPase activating protein 19 [Source:HGNC Symbol;Acc:HGNC:23724] ENSTOO0000353308 1 GTTTATTTATTGA

23 ENSGO0000214544 Rha guanine nuclectide exchange factor 28 [Source:HGNC Symbol,Acc:HGNC:30322] ENSTO0000545377 1 TAATATTTAATAT

24 _FNSGOOOON213214 Bha suanina nuclactide axchanee facter 35 [Sourca:HGNC Symbal-Acc-HGNC:331R4R1 ENSTOOON0378115 1 GAAAATTTATTAA

Real-Time Search Functionality:

The real-time search functionality will allow users to filter records based on any criteria in real
time by simply adding search term in a search box as shown in the screen shot below. For
example, if the user is interested in a specific sequence pattern like “CAATTTATTTATA”. Simply
Input the sequence in the real-time search box.

Q BRP Home # Home | Q Basic Search ih Advance Search =~ @Help B Older Versions ® RS Hems
Print | PDF || Excel | csv | Column visibility Search: |CAATTTATTTAT/
IUTR FUTR
JUTR ARE ARE
Enzembl Gene Ensembl ARE Start End Gene No. of Intronic
1] Definition Transcript ID Cluster FUTR ARE Sequence Location Location Symbol AREs
ENSGO0000007306 | carcineembryanic antigen related cell ENSTO00D0006724 2 CAATTTATTTATA 1373 1386 CEACAMT [0

adhesicn melecule 7 [Source HGNE
Symbol.Acc HGNE1218]

ENSGO0O000ITINT. ribokinase [Sousce ENSTO0000302188 2 CAATTTATTTATA 172 185 RBKS 13
Symbol,

ENSGD000017T55L Teescient heluc-loop-helix 2 [Source HGNC ENSTO0000369506 2 CAATTTATTTATA 935 948 NHLH2 1]
Symbol:Acc HGNG Ta18]

ENSGO0000138478 ENSTO0000269838 2 CAATTTATTTATA 856 BE9 SH3BGRL2 121

Showing 1 to 4 of 4 entries (filtered from 4,883 total entries) Previous Next




Paging Functionality:

Paging Functionality is one of other essential basic Functionalities available for Users in Result
Grid as shown below. It shows the total number of records, number of records shown per page
and total number of records following with paging on the right hand side.

TAATTTATTTATA 152 205 CCLIL3 ]
CAATTTATTTATA 1373 1386 CEACAMT o]
ENSTO0000366544 | 2 TTATTTATTTATT 18 174 CEFITO ol
00496811 2 GTATTTATTTATA 349 3432 DHX36 I8l
TTATTTATTTAAG 157 170 DUSF8 fol
Showing 1 to 10 of 4,883 entries Previous 1 2 3 4 5 489 Hext

For More Information Contact
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